more important targets amenable to structure-informed drug discovery, especially for membrane proteins and large assemblies (Rawson et al., 2017) . Conventional crystallography, however, has great strengths in the resolution that can be attained and in its applicability to fragment screening and other high-throughput approaches. Ultimately it is sample quality and availability that will decide, but it seems to me that the two approaches will move forward together in a highly complementary way. A cryo-EM structure could be a very powerful guide to designing an optimal construct for crystallography, for example, when higher resolution is needed.
As Dimitri Argyriou has pointed out, crystallography in its broadest sense is constantly evolving (Argyriou, 2017) . Not only does cryo-EM offer exciting new possibilities, but the development of X-ray free-electron lasers (XFELs), and of serial crystallography at both XFEL and advanced synchrotron sources, now allow us to 'tackle with relative ease complex biological structures or to take crystallography to unthinkably small time-frames and nanocrystals'. Many of these advances have been reported in this journal, and suggest that these, too, will come to bear on drug discovery. Serial crystallography, for example, first developed at XFEL sources is now being applied at synchrotron facilities, where use of a mix-and-diffuse approach has shown promise for rapid, highthroughput, drug screening (Beyerlein et al., 2017) .
Finally, I return to the first application of crystallography in medicine, the use of crystallization as a quality control step in the preparation of insulin. A recent article points to the potential for using crystallization for quality control in the preparation of new biologics drugs (Brader et al., 2017) . These are primarily monoclonal antibodies such as the breast cancer drug Herceptin, and can be extremely effective. They are, however, very expensive because each new batch must be rigorously tested with a panel of biophysical tools. There is good reason to believe that crystallization and crystallography can be used to drastically lower these costs, giving yet another new application for crystallography.
